
Title 
Leveraging network information to understand the role of lipids on child 
growth 

Group Systems and Synthetic Biology ; Nutrition, Metabolism and Genomics 

Project type Thesis 

Credits 36 

Supervisor(s) Dr. Edoardo Saccenti (SSB); Dr. Bryan Gonzales (NMG) 

Examiner(s)  

Contact info edoardo.saccenti@wur.nl; bryan.gonzales@wur.nl 

Begin date  

 

Used skills: Network inference, data analysis and multivariate statistics; programming;  

relating results to existing or novel biological knowledge.  
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Description: Growth faltering in children in low and middle-income countries remain to be 

serious public health problem. However, why children fail to grow at their optimal capacity 

remains unknown. We performed lipidomics analysis on a cohort of children in the Gambia, 

where plasma lipidome composition was longitudinally investigated from 3 months until 2 years 

of age. 

In this project, we will use network analysis to understand molecular mechanisms 

influencing growth faltering. A network is a graphical representation of different biological 

entities (nodes) and their relationships (edges):  the meaning of the nodes and edges used in a 

network representation depends on the type of data used to build the network. We specifically 

aim to understand how interactions among lipids change over time, and how these influence 

poor growth of children in low-resource countries. 

At the end of the project you will have gained ample experience in network analysis, 

network topology, statistics and modelling complex information, applied to understanding 

nutritional problems in children. 
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