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Description:   

Breastfeeding can provide nutrition and bioactive components for infants. During the 
last two years, several studies have determined that the immunoglobulins in human milk 
can act against severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) and reduce 
the infection rate for infants. However, some general immune components in human milk 
that may potentially be acting against COVID-19 remains unknown. Therefore, we 
performed proteomics analysis using human milk samples from mothers that were, or were 
not, previously infected with SARS-CoV-2. Non-targeted proteomics was used to compare 
human milk from these mothers in two perspectives: (1) prior covid infection (2) SARS-
CoV-2 virus neutralisation capacity of the breast milk.  

The aim of the project is characterize human milk with relation to COVID infection and 
to understand its capacity of virus neutralization. 

In this project you will deploy an array a statistical and  machine learning tools in 
combination with the reconstruction of biological networks and analysis to highlight key 
milk components involved in shaping the virus neutralisation capacity of the breast milk. 

This project is in collaboration between the Laboratory of Systems and Synthetic Biology 
and the Food Quality and Design group. 
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